Results from ToMV reverse transcriptase PCR

Jim Moyer and Kelly Ivors; 09-14-09

(refer to the PDF file for more details)

30 TMV positive samples were collected from 3 grower fields and 3 fields at the MHCRS in July and August 2009. Initial testing utilized Agdia Immunstrips for confirmation of the virus.

Two of these 3 growers had received material from the breeding program. Samples from the third grower in Buncombe county were unrelated to this incident.

All isolates were confirmed by RNA sequence similarity to be Tomato Mosaic Virus (ToMV) strains. 

RNA sequencing of one region indicated that these strains are common that fall out among other ToMV strains from around the world. NO new or exotic viruses have been introduced.

Among the NC samples, Two Groups (3 sequences) of ToMV were detected based on RNA sequence analysis of one region.

Both Groups of ToMV were found in grower fields and on the research station.

These 2 groups only differed by 2-6 base pairs, meaning there are very insignificant genetic differences between the 2 groups of ToMV strains identified in Western NC. 
